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IN THE CLAIMS; 

Claims 17 to 20, 22, 2f and 25 to 39, cancel without 
prejudice to the subject matter thereof, and add the following 




claims in their place: 



— 40 



Apparatus for analyzing an undetermined sequence 



or undetermined sequence variant of a polynucleotide comprising a 
support havina attached to a surface thereof an array of 
different oligonucleotides with defined sequences, the 
oligonucleotidasXoccupying cells of the array and being attached 



to the surface 




wl 



drK the defined sequence of an 



oligonucleotide of \me /cell of the array is different than the 



defined sequence 



oligonucleotide of another cell of the 



array, the arrangement being such that application to the array 
of a polynucleotide sequence to be analyzed under hybridization 
conditions allows oligonucleotides which have complements in the 
polynucleotide to be distinguished from those which do not. 

.Apparatus for analyzing a polynucleotide, the 
apparatus coh^Vsing a support segregated into at least two 



defined, cells, 



attached to the 





ing»attachted thereto oligonucleotides 
otides or each eel 



lgonucL 



11 being 



ace of the support through a terminal 



nucleotide, where the sequence of the oligonucleotides of a first 
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cell i^Ad^, ferent than the sequence of the oligonucleotides of a 
seconA^ftLl. 

42. Apparatus for analyzing a polynucleotide, the 
apparatus comprising a\upport segregated into at least two 




cells,, each c< 



^^^^ 



laving att 



id|^h^^to oligonucleotides 
bleotiAes of each cell having 
been synthesized in situ and Wing attached to the surface of the 
support through a covalent linage, where the sequence of the 
oligonucleotides of a first cell 1S3 different than the sequence 
of the oligonucleotides of a second cell. 



apparatus c 



fined cells\\each eel 




Apparatus for analyzing ^a polynucleotide, the 
sing a support segregated into at least two 

havin^ft^^gd^l^^to oligonucleotides 
lucleotides of each cell having a 
length of 8 to20V nucleotides, where the sequence of the 
oligonucleotides oft a first cell is different than the sequence 

the oligonucleotides of a second cell. 

I A 

sA<*. A method for generating an array of 
oligonucleotides of chosen lengths within discrete cells of a 
support material comprising the steps of 



a) segregating a support material into discrete 



cell locations; 



b) coupling a nucleotide^ to a first set of cell 



locations; 
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4 



locations; 



locations; 



c) coupling a nucleotide to a second set of cell 

d) coupling a nucleotide^to a third set of cell 




e) and continuing the sequence of coupling steps 
until the desired array has been generated, 

the coupling being effected at each location either to 
the surface of the support or to a nucleotide coupled in a 
previous step at that location. 

^ f 
>3\ The method of claim }A wherein a microcomputer 

controlled plotter delivers the RucJ^efcide^ to said sets of cell 
locations. ^ 

jt*T. The method of claim >wr[ wherein the size of each 
discrete cen is between an average size of 10 and 100 microns. 

AT 0 . The method of claim ' further comprising the use 
of means for coupling said Wrei^afeiaacj^to a particular set of 
discrete cell locations to the exclusion of other discrete cell 



locations. 



AST. The method of claim pr, wherein the said means is 



a mask. 

49. 1 

wherein said 




oligonucleoti 



4Z 

med in claim 4 1, 42 01 4^, 
resent normal and mutant 



versions of a poijit mutation 
\^ 5 0 . Apparatus 

the oligonucleotides have a lengi 



id in claim 



42, wherein 



xom 8 to 20 nucleotides. 
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^ 51. Appara" 

wherein the surface of the^sl 
are attached is of glass. 



ted in claim 



2 or 4 3, 



»rt to which the oligonucleotides 



each oligo 
link. 




pparatus as claimed in claim 41 or 43, wherein 
tide is bound to the support through a covalent 




A method of analyzing an undetermined sequence or 
undeterminedXsequence variant of a polynucleotide by the use of a 
support to thk surface of which are attached oligonucleotides of 
defined sequence, said oligonucleotides being capable of taking 
part in hybridization reactions, said oligonucleotides being 
attached to dif ^Lte^ocations on the surface of said support, 
which method ccjmprMes ^pplying the polynucleotide under 
hybridization cUdiifre^s to the surface, under conditions which 
allow oligonucleotide^ which have complements in the 
polynucleotide to be distinguished from those which do not, and 
observing the location dtf hybridized polynucleotide on the 
surface associated with particular oligonucleotides^^^ (pf 
QjP VC 54 • The m>fchod ascialmed in claim^^JhSS^rior 

to applying the polynucleoWe, the said polynucleotide or 
fragments thereof are labeled. ^j 3_/„ A j 

~ ^ 55. The melshod as-claimed in claim^V wherein the 

^^polynucleotide is randomlyN^raded to form a mixture of 

oligomers, the mixture beiiigth^after labeled to form labeled 
material. ^ 
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